. Individual expression of proteins in the mazEF-mt3 toxin-antitoxin module reversibly inhibits growth of E. coli. Growth profiles for E. coli strain BW25113Δ6 double transformants harboring either pBAD33-mazF-mt3 and pIN-III (blue diamonds) or pBAD33-mazF-mt3 and pIN-III-mazE-mt3 (pink squares). Cultures were grown in M9 liquid medium with 0.2% glucose at 37°C for 1 h, centrifuged, and resuspended in M9 liquid medium with 0.1% glycerol and 0.05% arabinose (indicated by a black arrow) to induce the toxin MazF-mt3. Toxin induction was allowed to inhibit growth for 1 h and then IPTG was added to both cultures to a final concentration of 1 mM (indicated by a gray arrow) to either induce the antitoxin MazEmt3 or serve as a negative control.
). M. tuberculosis genes with a UCCUU cleavage motif within 15 bases upstream of the start codon are predicted to become leaderless or short-leadered transcripts upon MazF-mt3 cleavage. Start codons were defined by using the nucleotide sequence and genome annotation of M. tuberculosis strain H37Rv retrieved from NCBI (reference sequence NC_000962.3). Nucleotides in the coding DNA sequence are denoted by uppercase letters, while nucleotides in the 5' UTR are lowercase. Putative Shine-Dalgarno sequences (consensus AGGAGG) are underlined, with conserved nucleotides in bold text. MazF-mt3 recognition sequences are in bold red text and underlined, and start codons (AUG or GUG) are underlined.
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